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Volume 268, Number 2 (2000), in the article “Mode of Molecular Recognition
f L-Fucose by Fucose-Binding Legume Lectins,” by Celestine J. Thomas and
vadhesha Surolia, pages 262–267 (doi:10.1006/bbrc.2000.2110): On page 266,

n Fig. 2a hydrogen bond between Asp 87 and the axial hydroxyl group of the
ugar is missing. The figure legend is correct as printed. For the reader’s
onvenience the corrected Fig. 2 and the legend are printed below. Also on page
66, column 2, lines 3–7, the sentence should read “Poor affinity of UEA 1 for
ype 1 H-antigenic determinant has been proven to be related to the steric
indrance experienced by the bulky acetamido group of N-acetylglucosamine

n b1-3 linkage to galactose” instead of “Poor affinity of UEA 1 for the type
-antigenic determinant has been proven to be related to the steric hindrance

xperienced by the bulky acetamido group of N-acetylglucosamine in b1-3
inkage to galactose” as printed.

his erratum is doi:10.1006/bbrc.2000.2426.

representation of the UEA 1 binding to L-fucose. The key binding residues and the loops in which
o indicates the hydrogen bonding pattern and the invariant water molecule (F). (b) Schematic repr
an. The key binding residues and the loops in which they are present are shown. The model a

and the invarient water molecule (F).
FIG. 2. (a) Schematic they are present
re shown. The model als esentation of the
EA 1 binding to MeaM lso indicates the
ydrogen bonding pattern
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